(Epicenter, cat.#FSP995D), and Taq DNA polymerase (Life Technologies); the annealing temperatures are given in Table S9 . Primers were tested using genomic DNA from a male rhesus macaque (positive control) and a female M. ochreata (negative control) to confirm Y-linkage. PCR reactions were visualized using agarose gel electrophoresis and ethidium bromide. Cloning was done using the TOPO TA kit (Invitrogen, cat.#K4500-40). Sequencing was done using the BigDye Terminator v3.1 Cycle Sequencing kit (Life Technologies, cat.#4337456). Sequence chromatograms were analyzed using Sequencher v4.7 (Gene Codes Corp., Ann Arbour, MI), primer sequences were trimmed in MacClade v4.08 (Sinauer Associates Inc., Sunderland MA, (Maddison & Maddison, 2005) ), and FASTA files were aligned using MUS-CLE v3.8 (Edgar, 2004) .
Phylogenetic estimation
The total alignment length for the concatenated single-copy, msrY-linked, protein coding genes was 6 185 bp, and the alignment length after excluding positions with gaps was 6 167 bp. jModelTest v2.1.3 (Darriba, Taboada, Doallo, & Posada, 2012) was used to estimate the best nucleotide substitution model among 88 candidate models. The model favoured by BIC was TPM3uf+G. Using this model, BEAST v1.7.5 (Drummond, Suchard, Xie, & Rambaut, 2012) was used to create a time-calibrated tree under the following assumptions: a strict molecular clock, that Hominins and macaques each form monophyletic clades, and that the times, in years, to the most recent common ancestor (TMRCA) have priors of N (µ = 6.0 · 10 6 , = 3.0 · 10 5 ) and N (µ = 3.0 · 10 7 , = 1.5 · 10 6 ) for Hominins and Catarrhines, respectively. These values were chosen for the TMRCA since the mean values are commonly accepted (McBrearty & Jablonski, 2005; Perelman et al., 2011; Scally et al., 2012 ) and a standard deviation of 5% of the mean was found to yield more e cient mixing and faster convergence than smaller values. BEASTMC3 v1.7.5 was used to run three chains at default settings. After inspecting the chain for convergence in Tracer v1.5 (Rambaut & Drummond, 2003 -2009 ), a burn-in of 1 million generations was applied, yielding a total chain length of 19 million generations.
A similar procedure was used for generating the AG trees. Pseudogenes were identified in the completed human, chimp, and rhesus macaque msrY by using the functional exon sequences as BLAST queries for all three pair-wise combinations. The longest, non-redundant BLAST hits with > 80% sequence identity were used to generate the multiple-sequence alignment. The same assumptions as above were used for building BEAST trees except that a relaxed log Normal molecular clock was used instead of a strict molecular clock, since the alignments include pseudogenes as well as functional genes. In addition, the previously reported speciation times (Delson, 1975 (Delson, , 1980 Perelman et al., 2011) for papionins were used as calibration points (prior = N (µ = 8.5 · 10 6 , = 4.25 · 10 5 )) in gene families where baboon and/or mandrill presumed functional ortholog sequences were available. Finally, no assumptions (e.g. of monophyly) were made about the tree topology.
qPCR
The annotation from Hughes, Skaletsky, Brown, et al. (2012) was used to identify functional paralogs for qPCR assay in macaques. qPCR primers were designed according to the recommendations of D'haene, Vandesompele, and Hellemans (2010) using Primer3Plus (Untergasser et al., 2012) and the AG sequence alignments obtained from macaques. To ensure a consistent reaction e ciency across samples, primers were placed at sites with 100% identical sequence for all paralogs targeted and in all species assayed (Figures S8-S16). To ensure primer specificity to the targeted paralog(s), primers were designed in regions that had distinguishing sequences in all macaque species as compared to other functional or pseudogenized paralogs; in particular, each pair of primers was required to have at least two distinguishing substitutions within the first five nucleotides on the 3' end (Figures S8-S16). Any potential secondary structure was excluded using the mfold web server (Zuker, 2003) and primer specificity was screened in silico using Primer3Plus (Untergasser et al., 2012) and Primer-BLAST (Ye et al., 2012) . Amplicon lengths and locations on the rhesus macaque Y-chromosome (GenBank accession PRJNA253406) are given in Table S6 . Primers were ordered from Sigma-Aldrich with reverse-phase cartridge purification and without any modifications to the sequences listed in Table S9 .
The rhesus macaque blood sample obtained from a single male individual at the Toronto Zoo was defined as the control group. We assumed that this individual has the same copy numbers for all AGs and SRY as the individual sequenced by Hughes, Skaletsky, Brown, et al. (2012) . The 13 other macaque samples were defined as the experimental groups because their AG copy numbers are unknown. gDNA extraction methods and purity are described in subsection "gDNA extraction & sequencing," above.
Primer specificity in males was confirmed as detailed in subsection "gDNA extraction & sequencing," above. Specificity was validated using PCR amplification in rhesus macaque followed by either direct sequencing or digestion with a restriction enzyme specific to the mis-primed product (see Table S6 ). Restriction enzyme digested PCR products were visualized using 8% acrylamide gel electrophoresis and ethidium bromide. Finally, to ensure that primer specificity is consistent across all samples, a melt curve analysis was performed for all reactions to exclude any non-specific reactions.
Primer annealing temperatures were optimized using an eight-point temperature gradient from 55 65 C. Primer e ciency and linear dynamic range was determined using an eight-point dilution gradient of rhesus macaque gDNA (Figures S17-S18 and Table S8 ; slope, y-intercept, and r 2 of calibration curves are given in the figure legends of Figures S17-S18). The rhesus macaque gDNA concentration and quantification cycle (C q ) variation at the limit of detection (LOD) for each assay is given in Table S8 .
All qPCR reactions were set-up manually and run using a CFX96 Touch Real-Time PCR Detection System (Bio-Rad Laboratories, cat.#185-5196), 96-well PCR plates (Bio-Rad Laboratories, cat.#MLL-9651), and Microseal 'B Adhesive Seals (Bio-Rad Laboratories, cat.#MSB-1001). To minimize the e↵ects of sample-specific inhibition and di↵erential amplification e ciencies between samples, the gDNA concentrations of the experimental samples were normalized relative to the gDNA concentration of the reference sample as recommended by Fernandez-Jimenez et al. (2011) (Table S4 ). Preliminary assays were done using 8.077µL iTaq Fast SYBR Green Supermix with ROX (Bio-Rad Laboratories, cat.#172-5100), 1µL of gDNA, 0.323µL of 10µM each forward and reverse primers, and UltraPure DNase/RNase-free distilled water (Life Technologies, cat.#10977-015) to a total reaction volume of 15µL. Cycling conditions were: enzyme activation at 95 C for 60s, then 40 cycles of 95 C for 5s, primer specific annealing temperature for 30s, and 70 C for 30s with plate read, and finally a melt curve from 65 95 C in 0.5 C increments of 5s. After this reagent was discontinued, reference genes were repeated and further assays were done using 5.00µL SsoFast EvaGreen Supermix (BioRad Laboratories, cat.#172-5202), 1µL of gDNA, for some assays 1µL of 10mg/µL bovine serum albumin (BSA) fraction V (Gibco, cat.#11018-017), assay-specific volumes of 10µM primers, and UltraPure DNase/RNase-free distilled water to a total reaction volume of 10µL. Cycling conditions were: enzyme activation at 98 C for 120s, then 40 cycles of 98 C for 5s and primer specific annealing temperature for 5s with plate read, and finally a melt curve as above. Assay-specific qPCR reaction details (i.e. annealing temperatures, primer concentrations, and whether BSA was added) are listed in Table S7 .
C q values were determined using the baseline-subtracted regression from the CFX Manager Software v3.0 (Bio-Rad Laboratories, n.d.). Average amplification e ciency per sample was estimated using LinRegPCR v2013.1 (Ruijter et al., 2013; Tuomi, Voorbraak, Jones, & Ruijter, 2010) . Reactions with baseline errors, as identified by CFX Manager, or e ciencies greater than/less than 8% from the median assay e ciency of the plate, as identified by LinRegPCR, were considered to be kinetic outliers and excluded from further analysis. Inter-run calibration was performed using CFX Manager and the average assay e ciencies estimated from LinRegPCR (Table S8) were used to calculate the relative quantities. The results for the no template control (NTC) reactions is shown in Table S10 .
SRY was chosen as a reference gene because it is msrY-linked, rarely lost in mammals (but see (Wallis, Waters, & Graves, 2008) ), and usually singlecopy in mammals (but see (Bellott et al., 2014; Geraldes, Rambo, Wing, Ferrand, & Nachman, 2010; Lundrigan & Tucker, 1997) ). SRY was used as a reference to confirm the invariant, single-copy status of TSPY1 and XKRY. We found that using these three reference genes yielded more consistent results for all assays. Finally, the target stability values for these three genes (Table S11 ) are below the acceptable values for stably expressed reference genes (M-value< 0.5 and the coe cient of variation of normalized reference gene relative quantities, CV< 0.5; (Hellemans, Mortier, Paepe, Speleman, & Vandesompele, 2007) ).
The normalized relative quantities were calculated in CFX Manager. Technical replicates were performed at the qPCR stage. After exclusion of kinetic outliers, the rhesus macaque reference sample had on average 22.1 (min=11, max=34) technical replicates and the experimental samples had on average 16.4 (min=4, max=36) technical replicates among all assays. The intraassay repeatability was quite good, as shown in Table S12 .
Copy number estimation from qPCR and sequence data
Unfortunately, previous studies have found that qPCR gene copy number data from gDNA does not cluster cleanly around discrete gene copy numbers (Aldhous et al., 2010; Fode et al., 2011; Nuytten et al., 2009; Perne et al., 2009; Zhang et al., 2014) . For this reason, we chose to use a method that incorporates the estimated uncertainty from the qPCR assay to convert the 6 continuous copy number data into discrete copy number data.
Gene family evolution
Two models, L and BD, are similar to those implemented in CAFE (DeBie, Cristianini, Demuth, & Hahn, 2006; Hahn, De Bie, Stajich, Nguyen, & Cristianini, 2005; Han, Thomas, Lugo-Martinez, & Hahn, 2013) . To circumvent the previously documented (Csuros & Miklos, 2009 ) numerical instability of the probability calculation from Bailey (1964), we used matrix exponentiation for all of the models, as implemented by the expm v0.99-1.1 R package (Goulet et al., 2014) , which we found to be numerically stable at copy numbers exceeding 100. Because the Markov process does not have a biologically sensible stationary distribution for models without innovation, we assumed for all models that the ancestral state at the MRCA is Poisson distributed and estimated the Poisson characteristic value from the observed copy number data at the tips across all gene families. Note that this prior distribution is di↵erent from that used by CAFE, but similar to that used by BadiRate (Librado, Vieira, & Rozas, 2012) .
For a proposed parameter value(s), the likelihood was calculated using the pruning algorithm (Felsenstein, 1973) and summing over all the possible reconstructions at the root as weighted by the prior probability of each ancestral state at the MRCA (Pagel, 1994) . The maximum likelihood estimate and univariate (profile likelihood) confidence intervals for each model were found using optimization methods in R as implemented by mle2 from the package bbmle v1.0.17 (Bolker, 2014) . A bounded method, L-BFGS-B, was used for the optimization because parameter values < 0 are nonsensical for all of the models.
Analysis of whole genome and msrY data
We fitted each of the ten evolutionary models to each of the following gene categories: AGs; msrY-linked singletons; autosomes; AGs and singletons; AGs and autosomes; singletons and autosomes; and AGs, singletons, and autosomes. We calculated the maximum likelihood for all possible combinations of the gene categories that encompassed the entire data by summing the log likelihood of the maximum likelihood estimates for both or all three of these individual model fits.
For each full model, the BIC was estimated using the sum of the number of qPCR observations and the number of copy number estimates from both Hughes, Skaletsky, Brown, et al. (2012) and Hahn, Demuth, and Han (2007) as the sample size (n = 10040). The BIC weights and normalized probabilities were calculated using the formulas from Wagenmakers and Farrell (2004) .
8
Supplementary Tables   Table S1 : Summary of the model fits to the msrY singleton data set alone. AC206800, AC207040,  AC207520, AC208129,  AC208130, AC208132,  AC208133, AC208822,  AC209262, AC209263,  AC209264, AC212487,  AC212790, AC214069,  AC215549, AC215550,  AC215640, AC216894,  AC217105, AC217129,  AC217130, AC217138,  AC219066, AC225627,  AC225636, AC225837,  AC231654, AC231831,  AC232761 , AC234329, AC234330, AC237223 ⇤ 1 st refers to the set of preliminary assays performed using the iTaq Fast SYBR Green Supermix with ROX; 2 nd refers to the set of assays performed using the SsoFast EvaGreen Supermix (see the "qPCR" subsection of the Supplementary Methods section); 1 st + 2 nd refers to both sets of assays. nd refers to the set of assays performed using the SsoFast EvaGreen Supermix (see the "qPCR" subsection of the Supplementary Methods section). nd refers to the set of assays performed using the SsoFast EvaGreen Supermix (see the "qPCR" subsection of the Supplementary Methods section). † Reaction e ciency as estimated from an eight-point dilution gradient using CFX Manager Software. ‡ LOD is expressed as the dilution of the M. mulatta gDNA sample listed in Table S4 . 1 Mean reaction e ciency as estimated from averaging the e ciencies determined for each qPCR reaction performed on experimental and reference samples using LinRegPCR. 2 Standard deviation of the mean LinRegPCR reaction e ciencies of each sample for each assay. ⇤ Primers whose names begin with "q" were used for qPCR; all other primers were used only for PCR amplification and sequencing. †
GenBank accessions
indicates that a msrY-linked, pseudogenized version of the gene is targeted by this primer. Refers to the set of preliminary assays performed using the iTaq Fast SYBR Green Supermix with ROX; 2 nd refers to the set of assays performed using the SsoFast EvaGreen Supermix (see the "qPCR" subsection of the Supplementary Methods section). † "NA" values indicate a C q that was undetectable. Figure S1 : Maximum clade credibility tree of CDY.
Known functional genes (in rhesus, human, and chimp) and presumed functional genes (in marmoset and papionin species) are connected by thick branches. The approximate position, in megabases, on the completed Y-chromosome is given for each rhesus macaque, human, and chimp sequence. All unlabeled nodes have > 99% posterior probability. Sample ID's can be found in Table S4 29
Posterior probability of node: 4.0 My
Duplication? Figure S2 : Maximum clade credibility tree of DAZ.
Three orthologs of the autosomal paralog DAZL1, which was transposed to the msrY in the Old World primate ancestor (Hughes, Skaletsky, & Page, 2012) , are included as an outgroup. Papionin orthologs of rhesus DAZ1 are labeled "↵" and orthologs of DAZ2 are labeled " ," corresponding to the primer set ("a" or "bcd," respectively, in Table S9 ) that successfully amplified the sequence. Other features of the tree are drawn as detailed in Figure S1 . Posterior probability of node: Figure S3 : Maximum clade credibility tree of HSFY. Papionin orthologs of rhesus HSFY2-3 are labeled "↵" and orthologs of HSFY1 are labeled " ," corresponding to the primer set ("a" or "b," respectively, in Table S9 ) that was used for sequencing. Other features of the tree are drawn as detailed in Figure S1 . Figure S4 : Maximum clade credibility tree of RBMY. Features of the tree are drawn as detailed in Figure S1 . Table S5 ). Papionin orthologs of rhesus TSPY2-5 are labeled "↵" and orthologs of TSPY1 are labeled " ," corresponding to the primer set ("a" or "b," respectively, in Table S9 ) that was used for sequencing. Other features of the tree are drawn as detailed in Figure S1 . Figure S7 : Maximum clade credibility tree of XKRY.
The human autosomal paralog XKR3, which was transposed from the msrY to chromosome three in the Old World primate ancestor (Bhowmick et al., 2007) , is also included. Other features of the tree are drawn as detailed in Figure S1 . 
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M. tonkeana East
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M. tonkeana West (PM561)
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G C G G T C T T G A T T T T G ----------G G T A T T T T G T G A A G C A T T T A A G G A A T G A C A G A A A C A A A G C A A G C T T T G A A A T G G T G A A C A C C A T C A A G A A C T T T G T G A A T A C T T T T A T T C A G T T T A A A A A G C C T A T T G T T G T A T C A G T
M. nigra
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M. mulatta ψ 8.14 Mbp
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M. mulatta ψ 8.22 Mbp
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M. mulatta ψ 8.34 Mbp
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M. mulatta ψ 11.17 Mbp
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M. mulatta ψ 8.82 Mbp
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M. mulatta ψ 8.90 Mbp
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M. mulatta ψ 7.91 Mbp
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M. mulatta ψ 11.17 Mbp
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M. mulatta ψ 8.33 Mbp
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M. mulatta ψ 8.22 Mbp
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M. mulatta ψ 8.13 Mbp Figure S8 : Alignment of the qPCR amplicon sequence of CDY and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Greyed-out sequences below the primers show CDY pseudogene sequences from M. mulatta, which the primers are designed to not amplify. Figure S9 : Alignment of the qPCR amplicon sequence of DAZ-a and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Washed-out sequences below the primers show DAZ-bcd sequences from selected macaques, which the primers are designed to not amplify. The M. ochreata sample has a substitution (T!C) at a site six nucleotides from the 5' end of the forward primer that prevented e cient amplification of this assay in this species. Figure S10 : Alignment of the qPCR amplicon sequence of DAZ-bcd and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Washed-out sequences below the primers show DAZ-a sequences from selected macaques, which the primers are designed to not amplify. Some samples (e.g. M. nemestrina and M. tonkeana East) exhibited sequence di↵erences between exon repeats; di↵erent sequenced haplotypes are shown for these samples and labeled " 1" and " 2." Figure S11 : Alignment of the qPCR amplicon sequence of HSFY-a and its primers for all of the macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Washed-out sequences below the primers show HSFY-b sequences from selected macaques, which the primers are designed to not amplify. M. mulatta β Figure S12 : Alignment of the qPCR amplicon sequence of HSFY-b
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M. mulatta ψ 8.59 Mbp
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M. mulatta α T C A G T C A C A G A T C C A T A T C C A G G G T A A A A A A C T G A A G C T G G G C C C T G C A A T C A G A A A A C A A A A T T T G T G T G A G T A G G A A A A G A C A T T G T T C T T T T -T G A C A C G T G
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A G A A T C A C C T G C T G T T C C A A C A A G A T A T C C T G T G G T A T C A G T C A A T C A G G C T C C A C A T C C T A A C C T G C T A C C A G C A G G C A A C C G G T G G T T G C A A A T G T C T A C G A T A G C T G A T A T A T C A T C T A G C C C T C T T T C C A G G qHSFYex2A For1 & Rev1
A G A A T C A C C T G C T G T T C C A A ------------------------------------------------------------------------------------------------C A T C T A G C C C T C T T T C C A G G
M. mulatta β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. tonkeana East β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. tonkeana West (PM561) β G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G M. tonkeana West (PM604) β G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G M. hecki (PM638) β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. nigra β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. nemestrina β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C G T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A C G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. ocheata β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. arctoides β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. maura (P001) β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
M. maura (PM616) β
G G A A C C A T C T G C T A T T C C A A G A A G A T G T C A T G T G G T G T C A G T C A A T G A G G C T C C A T A T C C T A A C C T G C T A C C A G C A G G C A A C C C A T G G T T G C A A A T G C C T G T G A G A G C T G A T A C A T T A A C T G C C C C T C G T T C C A G G
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T T C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. tonkeana East β T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A T G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. tonkeana West (PM561) β
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A T G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. tonkeana West (PM604) β
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A T G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. hecki (PM638) β
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. nigra β T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. nemestrina β T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C G A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. ocheata β T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. arctoides β T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T T C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. maura (P001) β
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G
M. maura (PM616) β
T G G C C C A A T T A G A A G T G G T T T C C C T C A T C C T T C A C C T A C A A C C T C A G T T G G A C C A T C A G A C G A A A T T G C A A C A A A T C A A C A T T C T A T T T T A A A T C A G T T G A C C A C T A T T C A T A T G C A C T C T T A T A G C A C C T A T A T G C A A G C A A G G G G qHSFYex2B For1 & Rev1
T G G C C C A A T T A G A A G T G G T T -----------------------------------------------------------------------------------------------------------A C C T A T A T G C A A G C A A G G G G
M. mulatta α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. tonkeana East α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. tonkeana West (PM561) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. tonkeana West (PM582) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. tonkeana West (PM604) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. hecki (PM638) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. nigrescens α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. nigra α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. nemestrina α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. ochreata α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. hecki (PM1014) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. arctoides α T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. maura (P001) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
M. maura (PM616) α
T G A C C C A A T T A T A A G T G G T T T C C T T C C T C C T T C A C G T T C A A C C T C A A T T G G A C C A T C A G A G C A A A G T G C A A C A G A T C A A C G T G C C A T T T T A A A T C A A T T G A G C A C T A T T C A T A T G C A C T C T C A T A G C A C A T A C A T G C A A G C A A G G G G
and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Washed-out sequences below the primers show HSFY-a sequences from macaques, which the primers are designed to not amplify. 
M. mulatta C A T T T C A A A G T G G T G G T A G G C A G A G A C C A C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T G T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. arctoides C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. maura (P001) C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. maura (PM616) C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. tonkeana East
C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. tonkeana West (PM561) C A T T T C A A A G T G G T G G T A G G C G G A G A C C W S C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. tonkeana West (PM582) C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. tonkeana West (PM604) C A T T T C A A A G T G G T G G T A G G C G G A G A C C W S C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. hecki (PM638) C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. hecki (PM1014) C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. nigrescens C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. nigra C A T T T C A A A G T G G T G G T A G G S G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. nemestrina C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. ochreata C A T T T C A A A G T G G T G G T A G G C G G A G A C C T C C A C C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G qRBMYex3 For1 & Rev3
C A T T T C A A A G T G G T G G T A G G C ---------------------------------------------------C T G C A A A A G G A A G T A G T G G A G G
M. ochreata female C T T T T G A A A G T G G T G G T A G G T G G A G A C C A C C A C C T C T T T C A A G A A A C A G A G G C C C T C C A A G A T G T C T G A G A T G T G A A A G A A A A G G T A G C G G A G G
M. mulatta ψ C C T T T C A A A G T G G T G G T A C G C G G A G A A T A C C A C C T C C T T C A A G A C A C A G A A G C C C C T T G G G A A G T C T G A G A T C T A C A A G A ---A G T A G T G G A G G
M. mulatta ψ C T T T T C A A A G T G G -G G T A G G T G G A G A C C A C C A C T T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T C T G A G A T C T G C A A A A G G A A G T A G T G G A G G
M. mulatta ψ Figure S13 : Alignment of the qPCR amplicon sequence of RBMY and its primers for all of the macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Greyed-out sequences below the primers show a highly similar sequence isolated from a M. tonkeana female (sample PF559; as well as macaque males) and RBMY pseudogene sequences from M. mulatta; primers were designed to avoid amplification of any of these nontarget sequences. Figure S15 : Alignment of the qPCR amplicon sequence of TSPY-b
C -T T T C A A A G T G G T G G T T G G C A G A G A C C A C T A G C T T C T T C A A G A A A C A G A A G C C C T T C A G G A A G T T T G A G A A C T G C A A G A G G A A G T A G T G G A G G
M. mulatta C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. hecki (PM1014) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. hecki (PM638) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. tonkeana East
C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. tonkeana West (PM561) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. tonkeana West (PM582) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. tonkeana West (PM604) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. ochreata C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. nigrescens C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. nigra C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C A G G A C C G C T A C A G C C A C T C G A C A A A G C
M. nemestrina C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T T A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. arctoides C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. maura (P001) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C
M. maura (PM616) C T C A A G A A T G C A G C A C C A G T T A G G C C A C T T A C C G C C C A T C A A C A C A G C C A G C T C A C C G C A G C A A C G G G A C C G C T A C A G C C A C T C G A C A A A G C qSRY For1 & Rev1
C T C A A G A A T G C A G C A C C A G T ----------------------------------------------------C T A C A G C C A C T C G
T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. tonkeana East β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM561) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM582) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM604) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. hecki (PM638) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. nigrescens β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. nigra β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. nemestrina β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. ochreata β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. arctoides β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. maura (P001) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G
M. maura (PM616) β T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C A C C A C A G A C A C A A C A G C A G ---A C T T A A C T T C T T C A A C T G G T G T T C T G A C C A C A A C T T T G C A A G A G G T A A T A G G A T T G C T G A G G T G G qTSPYb For3 & Rev3
T C C A A T T C A G T G G T G T C A G G --------------------------------------------------------------------------------------G G T A A T A G G A T T G C T G A G G T G G
M. mulatta α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. tonkeana East α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM561) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM582) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. tonkeana West (PM604) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. hecki (PM638) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. nigrescens α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. nigra α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. nemestrina α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. ochreata α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. hecki (PM1014) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. maura (P001) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. maura (PM616) α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A A T A G G A T T G C T G A G G T G G
M. arctoides α T C C A A T T C A G T G G T G T C A G G A T T A T G A A G T T G A G G C C T A T C G C C G C A G A C A C A A C A A C A G C G G T C T T A A C T T C T T C A A C T G G T T T T C T G A C C A C A A C T T C G C A G G A T C C A G T A G G A T T G C T G A G G T G G
and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Washed-out sequences below the primers show TSPY-a sequences from macaques, which the primers are designed to not amplify. 
M. mulatta
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. tonkeana East
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. tonkeana West (PM561) A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T M. tonkeana West (PM582) A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T M. tonkeana West (PM604) A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T M. hecki (PM638)
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. hecki (PM1014)
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. nigra
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. nemestrina
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. ochreata
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. arctoides
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. maura (P001)
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T
M. maura (PM616)
A T A T G G C G T T T T C T G G A G G T T A T C T C A C G T G T A G T G A C T C T G G C A T T T T T T G C T G C A T C T C T G A A A C T G A A G T G C C T A C C C T T T T T C T T A A T C A T A T A T T G T G T A C C A T T G T T G G C A C C A T A T A T G G C G T T T T C T G G A G G T ---------------------------------------------------------------------------------T G T A C C A T T G T T G G C A C C A T
M. mulatta ψ
A T A T G G C A T T C T T T G G T G A T T A T C T C A C A T G T A G T G A --C T G A C A T T T T T C C C T G C A T C T C T G A A A C T G A G G T G C C T A T C C T T T C T A T T A A T C A T A T A T T T T A C A T T A T T G T T G G A A C C A T qXKRY For1 & Rev1
Figure S16: Alignment of the qPCR amplicon sequence of XKRY and its primers for select macaque samples. The sites corresponding to the forward and reverse primer sequences are enclosed in black boxes on the left and right, respectively. Greyed-out sequences below the primers show a XKRY pseudogene sequence from M. mulatta, which the primers are designed to not amplify. 
